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ABSTRACT

Muga silkworm (Antheraea assamensis Helfer) producing golden-yellow silk is a semi-domesticated, multivoltine,
sericigenous insect endemic to North-east India. A. assamensis primarily feeds on Som (Persea bombycina Kost)
leaves, the major ingredients of which being pectins, cellulose, starch, xylan, lipid and fatty acids. Gut microflora of
muga silkworm synthesize digestive enzymes and play a functionally significant role by degrading the leaf contents
to provide better nutritional uptake by the silkworm and eventually improve the productivity. In the present study,
bacteria were isolated from the gut of muga silkworm larvae collected from different localities of Assam by culture
dependent technique using Nutrient Agar and Brain Heart Infusion Agar media. The 12 bacterial isolates comprised
of eight gram positive rods, two gram negative rods, one gram positive coccus and one gram negative coccus. Further
biochemical characterization of the gut-bacteria was carried out by using rapid identification kit (Himedia Ltd.,
Mumbai). On the basis of biochemical characteristics, the dominant gut-bacteria identified were Bacillus sp., Proteus
sp., Escherichia coli etc. In-vitro screening of the isolates were done by amylase, pectinase, xylanase, lipase and
cellulase test. The positive results revealed the possible influence of gut-bacteria on digestion and utilization of leaf
carbohydrates, lipids and fatty acids for better productivity of Muga.
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